ST STATIONID SAMPLER RR R R C_HY28S C_HY28B C_CH10s C_CH10B SIG_HY: SIG_HY: SIG_CH SIG_CH HY CH_SERIES

A1 G088 G088 100.00 87.13 65.28 65.85 FALSE FALSE TRUE TRUE 5 6
A1 G090 G090 100.00 98.24 83.33 65.10 FALSE FALSE TRUE TRUE 5 6
Al G091 G091 98.68 106.35 79.17 74.51 FALSE FALSE FALSE FALSE 5 6
A1 G099 G099 103.95 95.64 77.78 72.67 FALSE FALSE TRUE TRUE 5 6
Al G105 G105 102.63 118.43 68.06 61.42 FALSE FALSE TRUE TRUE 5 6
A1 G109 G109 102.63 90.04 87.50 74.85 FALSE FALSE FALSE TRUE 5 6
Al G117 G117 86.84 88.98 40.28 18.06 TRUE TRUE TRUE TRUE 5 6
A1 G122 G122 105.26 77.60 79.17 70.02 TRUE TRUE TRUE TRUE 5 6
Al G187 G187 101.41 76.26 75.00 85.29 FALSE TRUE TRUE FALSE 7 8
Al G269 G269 92.96 76.28 75.34 41.64 FALSE TRUE TRUE TRUE 1112
Al G278 G278 105.63 90.31 68.49 56.88 FALSE FALSE TRUE TRUE 11 12
Al1G311-1 G311 61.25 75.05 16.18 2.85 TRUE TRUE TRUE TRUE 1 2
Al G320 G320 98.68 83.59 67.12 59.89 FALSE TRUE TRUE TRUE 1516
Al G327 G327 93.42 81.16 90.41 49.95 TRUE TRUE FALSE TRUE 1516
A1 G339 G339 104.23 76.55 84.93 67.63 FALSE TRUE TRUE TRUE 11 12
Al G348 G348 96.05 95.68 69.86 59.59 FALSE FALSE TRUE TRUE 1516
Al G455 G455 91.67 73.92 76.81 44,97 FALSE TRUE TRUE TRUE 9 10
A1 G085 G085 82.05 69.16 70.59 38.33 TRUE TRUE TRUE TRUE 3 4
Al G089 G089 94.87 65.93 69.12 60.37 FALSE TRUE TRUE TRUE 3 4
A1 G155 G155 100.00 66.40 93.42 72.46 FALSE TRUE FALSE TRUE 13 14
Al G160 G160 81.82 73.10 43.42 19.13 TRUE TRUE TRUE TRUE 1314
Al G264 G264 88.73 72.99 53.42 28.42 FALSE TRUE TRUE TRUE 1112
Al G270-1 G270 92.50 69.67 73.53 55.60 TRUE TRUE TRUE TRUE 1 2
A1 G308 G308 82.89 72.68 71.23 61.79 TRUE TRUE TRUE TRUE 1516
Ah G654 G654 95.83 70.39 78.57 48.18 FALSE TRUE FALSE TRUE 47 48
Ah G689 G689 101.39 71.33 51.43 45.13 FALSE TRUE TRUE TRUE 47 48
A1 G176 G176 66.20 60.22 38.89 20.81 TRUE TRUE TRUE TRUE 7 8
Ah G663 G663 100.00 62.95 94.29 75.79 FALSE TRUE FALSE TRUE 47 48
Ah G694 G694 106.94 64.32 102.86 71.45 FALSE TRUE FALSE TRUE 47 48
Al G024 G024 96.15 57.39 97.06 104.80 FALSE TRUE FALSE FALSE 3 4
A1 G083 G083 92.31 56.96 105.88 115.32 TRUE TRUE FALSE FALSE 3 4
Al G092 G092 0.00 0.00 0.00 0.00 TRUE TRUE TRUE TRUE 3 4
A1 G123 G123 89.61 58.07 82.89 91.35 TRUE TRUE TRUE FALSE 13 14
Al G157 G157 50.65 44.36 48.68 1432 TRUE TRUE TRUE TRUE 13 14
AlGlel G161 70.13 57.39 73.68 30.44 TRUE TRUE TRUE TRUE 1314
A1 G179 G179 15.49 21.31 31.94 19.61 TRUE TRUE TRUE TRUE 7 8
Al G210 G210 31.65 29.49 69.74 61.83 TRUE TRUE TRUE TRUE 19 20
A1 G273 G273 70.89 56.75 93.24 71.91 TRUE TRUE FALSE TRUE 17 18
Al G274 G274 17.11 16.43 72.00 43.66 TRUE TRUE TRUE TRUE 21 22
A1 G283 G283 1.41 1.78 4.11 2.06 TRUE TRUE TRUE TRUE 1112
Al G288 G288 0.00 0.00 0.00 0.00 TRUE TRUE TRUE TRUE 1516
Al G294-1 G294 0.00 0.00 0.00 0.00 TRUE TRUE TRUE TRUE 1 2
Al G296 G296 98.68 54.18 98.67 103.18 FALSE TRUE FALSE FALSE 21 22
A1 G298 G298 0.00 0.00 0.00 0.00 TRUE TRUE TRUE TRUE 1516
Al G302 G302 1.32 1.27 0.00 0.00 TRUE TRUE TRUE TRUE 1516
Al G346 G346 96.20 52.92 97.30 104.62 FALSE TRUE FALSE FALSE 17 18
Al G360 G360 59.21 54.82 50.67 43.29 TRUE TRUE TRUE TRUE 21 22
Al G366 G366 3291 30.79 0.00 0.00 TRUE TRUE TRUE TRUE 19 20
Al G368 G368 17.72 30.65 12.16 4.60 TRUE TRUE TRUE TRUE 1718
A1 G371 G371 39.24 47.09 42.11 4440 TRUE TRUE TRUE TRUE 1920
A1 G390 G390 2.78 2.06 86.96 46.73 TRUE TRUE FALSE TRUE 9 10
A1 G398 G398 94.44 56.58 105.80 113.02 FALSE TRUE FALSE FALSE 9 10
Al G445 G445 94.44 56.38 102.90 73.19 FALSE TRUE FALSE TRUE 9 10
Al G453 G453 4.23 3.76 5.48 1.11 TRUE TRUE TRUE TRUE 1112
Al G468 G468 102.82 55.36 87.67 105.32 FALSE TRUE TRUE FALSE 11 12
A1 U6TOC-3 U6TOC: 98.70 53.46 104.41 109.20 FALSE TRUE FALSE FALSE 23 24
Ah G6121 G6121 102.78 58.49 104.29 93.63 FALSE TRUE FALSE TRUE 47 48
Ah G671 G671 95.83 55.94 111.43 95.96 FALSE TRUE TRUE FALSE 47 48
Al G017 G017 95.00 76.98 76.47 87.53 TRUE TRUE TRUE FALSE 1 2
A1 G086 G086 101.32 102.25 81.94 80.96 FALSE FALSE TRUE TRUE 5 6
A1 G093 G093 93.67 74.98 98.68 78.18 TRUE TRUE FALSE TRUE 19 20
A1G103 G103 101.32 89.68 80.56 82.43 FALSE FALSE TRUE TRUE 5 6
Al G112 G112 98.68 93.61 93.06 83.84 FALSE FALSE FALSE TRUE 5 6
A1G121 G121 100.00 95.24 83.33 83.24 FALSE FALSE TRUE FALSE 5 6
A1 G133 G133 104.23 85.53 81.94 101.72 FALSE TRUE TRUE FALSE 7 8
A1 G180 G180 101.32 105.87 91.67 83.32 FALSE FALSE FALSE TRUE 5 6
Al G235 G235 100.00 89.82 93.06 79.85 FALSE FALSE FALSE TRUE 5 6
Al G324-1 G324 93.75 84.53 85.29 111.27 TRUE FALSE FALSE FALSE 1 2
Al G389 G389 89.47 74.21 84.00 94.53 FALSE TRUE TRUE FALSE 21 22
Al G450-1 G450 105.56 78.29 86.96 84.82 FALSE TRUE FALSE FALSE 9 10

Al G469 G469 105.56 83.61 91.30 83.92 FALSE TRUE FALSE FALSE 9 10



Ah G756
Ah G777
Ah G778
Ah G788
Al G007-1
Al G213
Al G276
Al G321
A1 G359
Ah G744
Al GO61
Al G245
Al G267
Al G280
Al G295
A1 G303
Al G342
Al G347
A1G351
Al G364
Al G382
Al G392
A1 G396
Al G401
Al G416
Ah G613
Ah G622
Ah G623
Ah G628
Ah G6371
Ah G638
Ah G648
Ah G653
Ah G665
Ah G672
Ah G674
Ah G685
Ah G693
Ah G700
Ah G707
Ah G711
Ah G713
Ah G718
Ah G722
Ah G737
Ah G750
Ah G752
Ah G781
Ah G787
A1 G011
Al G062
Al G077
A1 G096
Al G106
A1 G124
Al G127
Al G142
Al G147
A1 G166
Al G172
A1 G178
Al G204
Al G207
Al G212-1
Al G227
Al G230
Al G240
Al G242
Al G254
Al G263
Al G292
Al G315

G756
G777
G778
G788
G007
G213
G276
G321
G359
G744
G061
G245
G267
G280
G295
G303
G342
G347
G351
G364
G382
G392
G396
G401
G416
G613
G622
G623
G628
G6371
G638
G648
G653
G665
G672
G674
G685
G693
G700
G707
G711
G713
G718
G722
G737
G750
G752
G781
G787
G011
G062
G077
G096
G106
G124
G127
G142
G147
G166
G172
G178
G204
G207
G212
G227
G230
G240
G242
G254
G263
G292
G315

80.00
77.50
91.25
94.31
97.50
93.67
104.23
98.61
102.78
90.00
100.00
104.23
97.18
94.94
89.87
96.05
94.94
93.67
100.00
91.14
92.41
96.20
82.28
97.47
100.00
88.75
97.22
94.44
101.39
101.39
97.22
100.00
93.06
97.22
88.75
94.44
104.17
100.00
100.00
93.06
97.22
104.17
101.39
95.83
93.06
83.75
85.00
86.25
97.01
97.50
100.00
101.32
100.00
97.37
94.94
111.27
105.63
101.41
88.31
98.59
101.32
101.30
92.21
100.00
105.63
108.45
104.23
104.23
97.40
107.04
92.11
97.37

75.26
86.37
77.75
77.64
67.45
68.57
68.37
72.10
71.61
68.84
64.45
63.01
62.04
61.21
59.19
65.21
64.88
63.20
61.99
62.67
59.57
64.69
65.76
62.39
63.23
64.64
64.67
64.70
62.40
62.65
61.97
60.58
62.96
60.36
58.93
58.88
62.29
59.55
61.54
60.00
60.22
62.31
65.10
61.73
63.12
64.84
63.64
64.35
62.16
104.53
73.57
87.30
98.32
94.93
74.55
87.07
117.14
95.91
80.99
82.27
101.19
74.73
82.02
74.79
100.86
86.24
79.99
85.69
85.29
78.45
93.95
83.95

85.92
92.96
80.28
98.61
83.82
100.00
82.19
97.10
84.06
84.51
102.94
95.83
102.74
97.30
101.35
94.67
94.59
93.24
101.32
91.89
95.95
100.00
90.54
98.68
100.00
101.41
87.14
100.00
98.57
97.14
107.14
102.86
101.43
94.29
76.06
98.57
104.29
98.57
100.00
101.43
100.00
95.71
101.43
105.71
92.86
87.32
88.73
95.77
89.44
91.18
91.18
88.89
87.50
95.83
90.54
91.67
87.50
87.50
100.00
93.06
90.28
96.05
90.79
92.00
90.28
91.67
94.44
91.67
96.05
90.41
90.41
94.52

102.64
92.46
85.84
84.93
89.56
83.86
79.70
79.78
80.71
96.72

102.25

115.37

112.11
98.61

102.43

104.93
99.82
92.03
90.93
83.89

108.08
81.35
95.01
92.64
93.35

100.99
86.70
92.66
91.38
96.20

101.26
92.05
85.79
94.52
79.39
90.58
96.80
83.71
88.27
92.00
93.59
87.47
84.76
87.82
85.61
92.48

100.49

102.59
82.82

116.41
95.70
89.64
91.95
93.01

101.48

113.02

121.27

108.41
96.91
93.89
95.86
89.64
88.38

100.42

110.42

119.79

117.65

110.06
87.56
95.51

107.33

102.31

TRUE
TRUE
TRUE
FALSE
FALSE
TRUE
FALSE
FALSE
FALSE
TRUE
FALSE
FALSE
FALSE
TRUE
TRUE
FALSE
FALSE
TRUE
FALSE
TRUE
TRUE
FALSE
TRUE
FALSE
FALSE
TRUE
FALSE
FALSE
FALSE
FALSE
FALSE
FALSE
FALSE
FALSE
TRUE
FALSE
FALSE
FALSE
FALSE
FALSE
FALSE
FALSE
FALSE
FALSE
FALSE
TRUE
TRUE
FALSE
FALSE
FALSE
FALSE
FALSE
FALSE
FALSE
FALSE
TRUE
FALSE
FALSE
TRUE
FALSE
FALSE
FALSE
FALSE
FALSE
FALSE
TRUE
FALSE
FALSE
FALSE
FALSE
FALSE
FALSE

TRUE
FALSE
TRUE
TRUE
TRUE
TRUE
TRUE
TRUE
TRUE
TRUE
TRUE
TRUE
TRUE
TRUE
TRUE
TRUE
TRUE
TRUE
TRUE
TRUE
TRUE
TRUE
TRUE
TRUE
TRUE
TRUE
TRUE
TRUE
TRUE
TRUE
TRUE
TRUE
TRUE
TRUE
TRUE
TRUE
TRUE
TRUE
TRUE
TRUE
TRUE
TRUE
TRUE
TRUE
TRUE
TRUE
TRUE
TRUE
TRUE
FALSE
TRUE
FALSE
FALSE
FALSE
TRUE
TRUE
TRUE
FALSE
TRUE
TRUE
FALSE
TRUE
TRUE
TRUE
FALSE
FALSE
TRUE
TRUE
TRUE
TRUE
FALSE
TRUE

FALSE
FALSE
FALSE
FALSE
TRUE
FALSE
TRUE
FALSE
FALSE
FALSE
FALSE
FALSE
FALSE
FALSE
FALSE
FALSE
FALSE
FALSE
FALSE
FALSE
FALSE
FALSE
TRUE
FALSE
FALSE
FALSE
FALSE
FALSE
FALSE
FALSE
FALSE
FALSE
FALSE
FALSE
TRUE
FALSE
FALSE
FALSE
FALSE
FALSE
FALSE
FALSE
FALSE
FALSE
FALSE
FALSE
FALSE
FALSE
FALSE
FALSE
FALSE
TRUE
TRUE
FALSE
TRUE
FALSE
FALSE
FALSE
FALSE
FALSE
TRUE
FALSE
TRUE
TRUE
FALSE
FALSE
FALSE
FALSE
FALSE
TRUE
FALSE
FALSE

FALSE
FALSE
FALSE
TRUE
FALSE
TRUE
TRUE
FALSE
FALSE
FALSE
FALSE
TRUE
TRUE
FALSE
FALSE
FALSE
FALSE
FALSE
TRUE
TRUE
FALSE
TRUE
FALSE
TRUE
FALSE
FALSE
FALSE
FALSE
FALSE
FALSE
FALSE
FALSE
TRUE
FALSE
TRUE
TRUE
FALSE
TRUE
TRUE
FALSE
FALSE
TRUE
TRUE
TRUE
TRUE
FALSE
FALSE
FALSE
TRUE
TRUE
FALSE
FALSE
FALSE
FALSE
FALSE
FALSE
TRUE
FALSE
FALSE
FALSE
FALSE
TRUE
TRUE
FALSE
FALSE
TRUE
TRUE
FALSE
TRUE
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49 50
49 50
49 50
47 48
12

19 20
11 12
9 10
9 10
49 50
34
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11 12
17 18
17 18
2122
17 18
17 18
19 20
17 18
17 18
17 18
17 18
19 20
2122
49 50
47 48
47 48
47 48
47 48
47 48
47 48
47 48
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A1G333
A1 G335
A1 G336
Al G345-1
A1 G355
Al G362-1
A1 G380
Al G384-1
A1 G393
Al G403
Al G405
Al G408
Al G415
Al G444
Al G477
Al G480
A1U5Q-2
Ah G740
Ah G769
Ah G779
A1D1-1
A1 G033
A1 G078
A1 G079
Al1G111
Al G200
Al G203-1
Al G205
Al G206
Al G277
Al G282
Al G284
Al G352
Al G376
Al G377
Al G386
Al G409
Al G426
Al G457
Al G458
Al G461
A1 U6TOC-1
Ah G625
Ah G643
Ah G656
Ah G670
Ah G675
Ah G683
Ah G6841
Ah G736
Ah G741
Ah G745
Ah G746
Ah G755
Ah G775
Ah G776
Ah G785
Ah G786
A1D2
A1l G009
A1 G010
Al G015
A1 G019
Al G020
A1 G025
Al G026
Al G027
Al G034
A1 G035
Al G038
Al G060
Al G064

G333
G335
G336
G345
G355
G362
G380
G384
G393
G403
G405
G408
G415
G444
G477
G480
usQ2
G740
G769
G779
D1
G033
G078
G079
G111
G200
G203
G205
G206
G277
G282
G284
G352
G376
G377
G386
G409
G426
G457
G458
G461
ueToC
G625
G643
G656
G670
G675
G683
G6841
G736
G741
G745
G746
G755
G775
G776
G785
G786
D2
G009
G010
G015
G019
G020
G025
G026
G027
G034
G035
G038
G060
G064

102.63
96.05
97.37
95.00

101.32
92.41
91.14
98.61
96.20
97.47
91.14
92.11
92.41

100.00

108.45

101.41

102.60
86.25
91.25
83.75

103.90
96.15
80.77
89.74
97.44
97.47
93.75

101.32

101.27
92.41
94.94

100.00
97.47

101.32
96.20

109.86
94.94
93.67
87.32

101.39
98.59

102.60

105.56

100.00
87.50
86.25
87.50

109.72
93.75
98.61
88.75
90.00
91.25
87.50
90.00
83.75
95.97
87.64

100.00
91.25
96.25
93.75
91.25

100.00
98.72
96.25
97.44

101.28
96.15

102.60
96.25
95.00

107.06
85.63
84.10
75.57
84.70
77.01
89.07
77.42
79.56
79.44
91.55
77.93
73.82
73.63
85.17
96.28
96.04
79.79
79.37
77.42
66.25
67.88
69.28
73.02
70.88
66.11
72.45
71.31
72.19
71.76
71.30
72.12
70.23
72.74
67.67
66.51
72.64
68.28
67.14
7231
70.15
67.61
67.78
68.98
68.02
71.64
71.10
69.51
72.38
68.15
66.42
69.27
71.39
71.39
70.74
68.88
68.00
71.23
85.99
97.83
74.43
74.06

148.96
76.61

165.42
78.63
90.45
82.73
83.90

103.31
96.70
95.24

94.52
94.52
89.04
97.06
93.33
92.11
94.74
95.65
98.68
96.05
93.24
93.33
102.63
104.35
94.52
98.63
91.18
95.77
90.14
87.32
92.65
95.59
97.06
95.59
86.76
94.74
97.06
94.67
98.68
95.95
94.74
100.00
94.59
97.33
98.68
102.74
102.70
101.35
97.26
102.90
95.89
111.76
109.39
96.33
91.55
90.14
98.59
101.43
100.00
105.71
100.00
101.41
87.32
95.77
102.82
102.82
95.76
95.77
107.35
97.06
95.59
104.41
100.00
101.47
95.59
95.59
102.94
98.53
104.41
105.26
102.94
98.53

109.84
101.53
104.32
91.11
87.31
87.91
103.57
86.61
90.05
95.12
109.08
105.80
90.64
92.51
116.17
95.00
100.24
104.19
100.97
99.56
93.03
94.62
102.82
99.33
94.49
96.76
99.76
120.41
91.84
101.28
89.99
96.93
100.92
99.95
103.08
124.70
105.39
99.56
109.25
104.44
118.40
115.32
101.95
90.59
88.29
107.14
109.02
88.40
98.59
100.08
104.85
104.17
95.15
113.85
127.19
129.85
108.74
97.90
111.24
106.21
95.74
112.32
119.30
101.77
117.16
99.72
123.10
117.57
101.73
122.66
119.65
112.60

FALSE
FALSE
FALSE
FALSE
FALSE
TRUE
TRUE
FALSE
FALSE
FALSE
TRUE
FALSE
TRUE
FALSE
FALSE
FALSE
FALSE
TRUE
FALSE
TRUE
FALSE
FALSE
TRUE
TRUE
FALSE
FALSE
TRUE
FALSE
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FALSE
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FALSE
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TRUE
FALSE
FALSE
FALSE
FALSE
FALSE
FALSE
FALSE
FALSE
FALSE
FALSE
FALSE
FALSE
FALSE
FALSE
FALSE
FALSE
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FALSE
FALSE
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FALSE
FALSE
FALSE
TRUE
FALSE
TRUE
FALSE
FALSE
FALSE
FALSE
FALSE
FALSE
FALSE
FALSE
FALSE
FALSE
FALSE
FALSE
TRUE
TRUE
FALSE
TRUE
FALSE
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FALSE
TRUE
FALSE
FALSE
FALSE
FALSE
TRUE
TRUE
FALSE
TRUE
FALSE
FALSE
FALSE
TRUE
FALSE
FALSE
FALSE
FALSE
FALSE
FALSE
TRUE
TRUE
TRUE
FALSE
FALSE
FALSE
FALSE
TRUE
TRUE
FALSE
FALSE
FALSE
TRUE
FALSE
FALSE
TRUE
TRUE
TRUE

15 16
15 16
15 16
12

2122
19 20
19 20
9 10
19 20
19 20
17 18
2122
19 20
9 10
11 12
1112
2324
49 50
49 50
49 50
2324
34

34

34
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19 20
17 18
19 20
1112
17 18
2122
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11 12
2324
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Al G066
Al G067
A1 G073
A1 G074
A1 G080
A1 G082
A1 G130
A1 G136
A1 G139
A1 G163
Al Gle4
A1 G170
A1 G182
A1 G184
A1 G197-1
A1 G198
A1 G199
A1 G202
Al G209
A1 G220
Al G221
A1 G228
Al1G231
A1 G232
Al G234
Al G244
Al G247
A1 G260
Al G268
A1 G301
A1 G316
A1 G318
A1G323
A1 G329
A1G331
A1 G334
A1 G350
Al1G353-1
Al G367
A1G372-1
A1G383
A1 G385
Al G387
A1 G413
Al G417
A1 G420
Al G425
A1 G430
Al G437
Al G441
Al G454
Al G456
Al G467
A1 G473
Al G474
Al G492-1
Al G497
A1U1C-1
Al1U1C-2
A1U1C-3
A1U2C-1
A1U2C-2
A1U2C-3
A1U3C-1
A1U3C-2
A1U3C-3
Al U4Q-1
A1 U4Q-2
Al1U4Q-3
A1U5Q-1
A1U5Q-3
A1 U6TOC-2

G066
G067
G073
G074
G080
G082
G130
G136
G139
G163
G164
G170
G182
G184
G197
G198
G199
G202
G209
G220
G221
G228
G231
G232
G234
G244
G247
G260
G268
G301
G316
G318
G323
G329
G331
G334
G350
G353
G367
G372
G383
G385
G387
G413
G417
G420
G425
G430
G437
G441
G454
G456
G467
G473
G474
G492
G497
uic
uicz
uic3
u2c
u2c2
u2C3
u3c
uscz2
u3cs3
uaQ
u4Q2
u4Q3
usQ
usQ3
U6TOC:

91.25
101.28
93.59
94.87
97.44
98.68
109.86
98.59
105.63
98.70
102.63
102.82
104.23
105.63
101.39
101.30
92.21
100.00
100.00
93.75
96.25
107.04
96.10
102.82
94.81
97.40
101.30
100.00
97.37
97.37
101.32
103.95
92.11
109.72
97.37
92.50
97.37
106.94
101.32
101.39
97.47
97.37
102.78
100.00
96.20
98.73
101.27
97.47
94.94
102.78
102.82
102.82
98.59
101.41
101.39
106.94
101.39
96.10
100.00
96.10
100.00
100.00
98.70
101.30
101.30
101.30
98.70
100.00
100.00
101.30
98.70
97.40

105.57
73.57
95.90
82.96
95.52

104.46

102.83
84.51
97.60
97.61

101.41
81.57

102.95
88.88

104.50
89.08
82.94
87.92

119.65
76.70

107.78
91.43
87.49
92.09
89.64
89.96
82.14

116.20
79.38
87.35

108.53
94.56

102.44

106.48

103.96
86.84
87.76
85.84
84.97
80.97
88.84
79.12
75.36
87.01
79.59
80.44
88.27
93.48
78.28
85.59
80.23
74.97
82.96
76.91
90.01
82.34
82.46

107.46
99.87

103.50

101.66

102.40

114.58
89.21
90.15
88.28
74.67
73.67
76.00
90.28
91.11
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	PH_ToxRef_090608


PH_ToxRef_090608

		STUDYID		STATIONID		SAMPLEID		R_MAX		R_HY28S		R_HY28B		R_CH10S		R_CH10B		C_HY28S		C_HY28B		C_CH10S		C_CH10B		SIG_HY28S		SIG_HY28B		SIG_CH10S		SIG_CH10B		HY_SERIES		CH_SERIES

		A1		G088		G088		3		0		0		3		3		100.00		87.13		65.28		65.85										5		6

		A1		G090		G090		3		0		0		2		3		100.00		98.24		83.33		65.10										5		6

		A1		G091		G091		3		0		0		2		3		98.68		106.35		79.17		74.51										5		6

		A1		G099		G099		3		0		0		2		3		103.95		95.64		77.78		72.67										5		6

		A1		G105		G105		3		0		0		3		3		102.63		118.43		68.06		61.42										5		6

		A1		G109		G109		3		0		0		1		3		102.63		90.04		87.50		74.85										5		6

		A1		G117		G117		3		1		0		3		3		86.84		88.98		40.28		18.06										5		6

		A1		G122		G122		3		0		0		2		3		105.26		77.60		79.17		70.02										5		6

		A1		G187		G187		3		0		0		3		2		101.41		76.26		75.00		85.29										7		8

		A1		G269		G269		3		0		0		3		3		92.96		76.28		75.34		41.64										11		12

		A1		G278		G278		3		0		0		3		3		105.63		90.31		68.49		56.88										11		12

		A1		G311-1		G311		3		3		0		3		3		61.25		75.05		16.18		2.85										1		2

		A1		G320		G320		3		0		0		3		3		98.68		83.59		67.12		59.89										15		16

		A1		G327		G327		3		0		0		1		3		93.42		81.16		90.41		49.95										15		16

		A1		G339		G339		3		0		0		2		3		104.23		76.55		84.93		67.63										11		12

		A1		G348		G348		3		0		0		3		3		96.05		95.68		69.86		59.59										15		16

		A1		G455		G455		3		0		0		2		3		91.67		73.92		76.81		44.97										9		10

		A1		G085		G085		3		1		1		3		3		82.05		69.16		70.59		38.33										3		4

		A1		G089		G089		3		0		1		3		3		94.87		65.93		69.12		60.37										3		4

		A1		G155		G155		3		0		1		1		3		100.00		66.40		93.42		72.46										13		14

		A1		G160		G160		3		1		1		3		3		81.82		73.10		43.42		19.13										13		14

		A1		G264		G264		3		1		1		3		3		88.73		72.99		53.42		28.42										11		12

		A1		G270-1		G270		3		0		1		3		3		92.50		69.67		73.53		55.60										1		2

		A1		G308		G308		3		1		1		3		3		82.89		72.68		71.23		61.79										15		16

		Ah		G654		G654		3		0		1		2		3		95.83		70.39		78.57		48.18										47		48

		Ah		G689		G689		3		0		1		3		3		101.39		71.33		51.43		45.13										47		48

		A1		G176		G176		3		3		2		3		3		66.20		60.22		38.89		20.81										7		8

		Ah		G663		G663		3		0		2		1		3		100.00		62.95		94.29		75.79										47		48

		Ah		G694		G694		3		0		2		0		3		106.94		64.32		102.86		71.45										47		48

		A1		G024		G024		3		0		3		0		0		96.15		57.39		97.06		104.80										3		4

		A1		G083		G083		3		0		3		0		0		92.31		56.96		105.88		115.32										3		4

		A1		G092		G092		3		3		3		3		3		0.00		0.00		0.00		0.00										3		4

		A1		G123		G123		3		0		3		2		1		89.61		58.07		82.89		91.35										13		14

		A1		G157		G157		3		3		3		3		3		50.65		44.36		48.68		14.32										13		14

		A1		G161		G161		3		3		3		3		3		70.13		57.39		73.68		30.44										13		14

		A1		G179		G179		3		3		3		3		3		15.49		21.31		31.94		19.61										7		8

		A1		G210		G210		3		3		3		3		3		31.65		29.49		69.74		61.83										19		20

		A1		G273		G273		3		3		3		1		3		70.89		56.75		93.24		71.91										17		18

		A1		G274		G274		3		3		3		3		3		17.11		16.43		72.00		43.66										21		22

		A1		G283		G283		3		3		3		3		3		1.41		1.78		4.11		2.06										11		12

		A1		G288		G288		3		3		3		3		3		0.00		0.00		0.00		0.00										15		16

		A1		G294-1		G294		3		3		3		3		3		0.00		0.00		0.00		0.00										1		2

		A1		G296		G296		3		0		3		0		0		98.68		54.18		98.67		103.18										21		22

		A1		G298		G298		3		3		3		3		3		0.00		0.00		0.00		0.00										15		16

		A1		G302		G302		3		3		3		3		3		1.32		1.27		0.00		0.00										15		16

		A1		G346		G346		3		0		3		0		0		96.20		52.92		97.30		104.62										17		18

		A1		G360		G360		3		3		3		3		3		59.21		54.82		50.67		43.29										21		22

		A1		G366		G366		3		3		3		3		3		32.91		30.79		0.00		0.00										19		20

		A1		G368		G368		3		3		3		3		3		17.72		30.65		12.16		4.60										17		18

		A1		G371		G371		3		3		3		3		3		39.24		47.09		42.11		44.40										19		20

		A1		G390		G390		3		3		3		1		3		2.78		2.06		86.96		46.73										9		10

		A1		G398		G398		3		0		3		0		0		94.44		56.58		105.80		113.02										9		10

		A1		G445		G445		3		0		3		0		3		94.44		56.38		102.90		73.19										9		10

		A1		G453		G453		3		3		3		3		3		4.23		3.76		5.48		1.11										11		12

		A1		G468		G468		3		0		3		1		0		102.82		55.36		87.67		105.32										11		12

		A1		U6TOC-3		U6TOC3		3		0		3		0		0		98.70		53.46		104.41		109.20										23		24

		Ah		G6121		G6121		3		0		3		0		1		102.78		58.49		104.29		93.63										47		48

		Ah		G671		G671		3		0		3		0		0		95.83		55.94		111.43		95.96										47		48

		A1		G017		G017		2		0		0		2		1		95.00		76.98		76.47		87.53										1		2

		A1		G086		G086		2		0		0		2		2		101.32		102.25		81.94		80.96										5		6

		A1		G093		G093		2		0		0		0		2		93.67		74.98		98.68		78.18										19		20

		A1		G103		G103		2		0		0		2		2		101.32		89.68		80.56		82.43										5		6

		A1		G112		G112		2		0		0		1		2		98.68		93.61		93.06		83.84										5		6

		A1		G121		G121		2		0		0		2		2		100.00		95.24		83.33		83.24										5		6

		A1		G133		G133		2		0		0		2		0		104.23		85.53		81.94		101.72										7		8

		A1		G180		G180		2		0		0		1		2		101.32		105.87		91.67		83.32										5		6

		A1		G235		G235		2		0		0		1		2		100.00		89.82		93.06		79.85										5		6

		A1		G324-1		G324		2		0		0		2		0		93.75		84.53		85.29		111.27										1		2

		A1		G389		G389		2		1		0		2		1		89.47		74.21		84.00		94.53										21		22

		A1		G450-1		G450		2		0		0		1		2		105.56		78.29		86.96		84.82										9		10

		A1		G469		G469		2		0		0		1		2		105.56		83.61		91.30		83.92										9		10

		Ah		G756		G756		2		2		0		1		0		80.00		75.26		85.92		102.64										49		50

		Ah		G777		G777		2		2		0		1		1		77.50		86.37		92.96		92.46										49		50

		Ah		G778		G778		2		0		0		2		1		91.25		77.75		80.28		85.84										49		50

		Ah		G788		G788		2		0		0		0		2		94.31		77.64		98.61		84.93										47		48

		A1		G007-1		G007		2		0		1		2		1		97.50		67.45		83.82		89.56										1		2

		A1		G213		G213		2		0		1		0		2		93.67		68.57		100.00		83.86										19		20

		A1		G276		G276		2		0		1		2		2		104.23		68.37		82.19		79.70										11		12

		A1		G321		G321		2		0		1		0		2		98.61		72.10		97.10		79.78										9		10

		A1		G359		G359		2		0		1		2		2		102.78		71.61		84.06		80.71										9		10

		Ah		G744		G744		2		0		1		2		0		90.00		68.84		84.51		96.72										49		50

		A1		G061		G061		2		0		2		0		0		100.00		64.45		102.94		102.25										3		4

		A1		G245		G245		2		0		2		0		0		104.23		63.01		95.83		115.37										7		8

		A1		G267		G267		2		0		2		0		0		97.18		62.04		102.74		112.11										11		12

		A1		G280		G280		2		0		2		0		0		94.94		61.21		97.30		98.61										17		18

		A1		G295		G295		2		0		2		0		0		89.87		59.19		101.35		102.43										17		18

		A1		G303		G303		2		0		2		1		0		96.05		65.21		94.67		104.93										21		22

		A1		G342		G342		2		0		2		1		0		94.94		64.88		94.59		99.82										17		18

		A1		G347		G347		2		0		2		1		1		93.67		63.20		93.24		92.03										17		18

		A1		G351		G351		2		0		2		0		1		100.00		61.99		101.32		90.93										19		20

		A1		G364		G364		2		0		2		1		2		91.14		62.67		91.89		83.89										17		18

		A1		G382		G382		2		0		2		0		0		92.41		59.57		95.95		108.08										17		18

		A1		G392		G392		2		0		2		0		2		96.20		64.69		100.00		81.35										17		18

		A1		G396		G396		2		1		2		1		1		82.28		65.76		90.54		95.01										17		18

		A1		G401		G401		2		0		2		0		1		97.47		62.39		98.68		92.64										19		20

		A1		G416		G416		2		0		2		0		1		100.00		63.23		100.00		93.35										21		22

		Ah		G613		G613		2		1		2		0		0		88.75		64.64		101.41		100.99										49		50

		Ah		G622		G622		2		0		2		1		1		97.22		64.67		87.14		86.70										47		48

		Ah		G623		G623		2		0		2		0		1		94.44		64.70		100.00		92.66										47		48

		Ah		G628		G628		2		0		2		0		1		101.39		62.40		98.57		91.38										47		48

		Ah		G6371		G6371		2		0		2		0		0		101.39		62.65		97.14		96.20										47		48

		Ah		G638		G638		2		0		2		0		0		97.22		61.97		107.14		101.26										47		48

		Ah		G648		G648		2		0		2		0		1		100.00		60.58		102.86		92.05										47		48

		Ah		G653		G653		2		0		2		0		1		93.06		62.96		101.43		85.79										47		48

		Ah		G665		G665		2		0		2		1		1		97.22		60.36		94.29		94.52										47		48

		Ah		G672		G672		2		1		2		2		2		88.75		58.93		76.06		79.39										49		50

		Ah		G674		G674		2		0		2		0		1		94.44		58.88		98.57		90.58										47		48

		Ah		G685		G685		2		0		2		0		0		104.17		62.29		104.29		96.80										47		48

		Ah		G693		G693		2		0		2		0		2		100.00		59.55		98.57		83.71										47		48

		Ah		G700		G700		2		0		2		0		1		100.00		61.54		100.00		88.27										47		48

		Ah		G707		G707		2		0		2		0		1		93.06		60.00		101.43		92.00										47		48

		Ah		G711		G711		2		0		2		0		1		97.22		60.22		100.00		93.59										47		48

		Ah		G713		G713		2		0		2		0		1		104.17		62.31		95.71		87.47										47		48

		Ah		G718		G718		2		0		2		0		2		101.39		65.10		101.43		84.76										47		48

		Ah		G722		G722		2		0		2		0		1		95.83		61.73		105.71		87.82										47		48

		Ah		G737		G737		2		0		2		1		1		93.06		63.12		92.86		85.61										47		48

		Ah		G750		G750		2		1		2		1		1		83.75		64.84		87.32		92.48										49		50

		Ah		G752		G752		2		1		2		1		0		85.00		63.64		88.73		100.49										49		50

		Ah		G781		G781		2		1		2		0		0		86.25		64.35		95.77		102.59										49		50

		Ah		G787		G787		2		0		2		1		2		97.01		62.16		89.44		82.82										47		48

		A1		G011		G011		1		0		0		1		0		97.50		104.53		91.18		116.41										1		2

		A1		G062		G062		1		0		0		1		0		100.00		73.57		91.18		95.70										3		4

		A1		G077		G077		1		0		0		1		1		101.32		87.30		88.89		89.64										5		6

		A1		G096		G096		1		0		0		1		1		100.00		98.32		87.50		91.95										5		6

		A1		G106		G106		1		0		0		0		1		97.37		94.93		95.83		93.01										5		6

		A1		G124		G124		1		0		0		1		0		94.94		74.55		90.54		101.48										17		18

		A1		G127		G127		1		0		0		1		0		111.27		87.07		91.67		113.02										7		8

		A1		G142		G142		1		0		0		1		0		105.63		117.14		87.50		121.27										7		8

		A1		G147		G147		1		0		0		1		0		101.41		95.91		87.50		108.41										7		8

		A1		G166		G166		1		1		0		0		0		88.31		80.99		100.00		96.91										13		14

		A1		G172		G172		1		0		0		1		1		98.59		82.27		93.06		93.89										7		8

		A1		G178		G178		1		0		0		1		0		101.32		101.19		90.28		95.86										5		6

		A1		G204		G204		1		0		0		0		1		101.30		74.73		96.05		89.64										13		14

		A1		G207		G207		1		0		0		1		1		92.21		82.02		90.79		88.38										13		14

		A1		G212-1		G212		1		0		0		1		0		100.00		74.79		92.00		100.42										21		22

		A1		G227		G227		1		0		0		1		0		105.63		100.86		90.28		110.42										7		8

		A1		G230		G230		1		0		0		1		0		108.45		86.24		91.67		119.79										7		8

		A1		G240		G240		1		0		0		1		0		104.23		79.99		94.44		117.65										7		8

		A1		G242		G242		1		0		0		1		0		104.23		85.69		91.67		110.06										7		8

		A1		G254		G254		1		0		0		0		1		97.40		85.29		96.05		87.56										13		14

		A1		G263		G263		1		0		0		1		0		107.04		78.45		90.41		95.51										11		12

		A1		G292		G292		1		0		0		1		0		92.11		93.95		90.41		107.33										15		16

		A1		G315		G315		1		0		0		1		0		97.37		83.95		94.52		102.31										15		16

		A1		G333		G333		1		0		0		1		0		102.63		107.06		94.52		109.84										15		16

		A1		G335		G335		1		0		0		1		0		96.05		85.63		94.52		101.53										15		16

		A1		G336		G336		1		0		0		1		0		97.37		84.10		89.04		104.32										15		16

		A1		G345-1		G345		1		0		0		0		1		95.00		75.57		97.06		91.11										1		2

		A1		G355		G355		1		0		0		1		1		101.32		84.70		93.33		87.31										21		22

		A1		G362-1		G362		1		0		0		1		1		92.41		77.01		92.11		87.91										19		20

		A1		G380		G380		1		0		0		1		0		91.14		89.07		94.74		103.57										19		20

		A1		G384-1		G384		1		0		0		0		1		98.61		77.42		95.65		86.61										9		10

		A1		G393		G393		1		0		0		0		1		96.20		79.56		98.68		90.05										19		20

		A1		G403		G403		1		0		0		0		1		97.47		79.44		96.05		95.12										19		20

		A1		G405		G405		1		0		0		1		0		91.14		91.55		93.24		109.08										17		18

		A1		G408		G408		1		0		0		1		0		92.11		77.93		93.33		105.80										21		22

		A1		G415		G415		1		0		0		0		1		92.41		73.82		102.63		90.64										19		20

		A1		G444		G444		1		0		0		0		1		100.00		73.63		104.35		92.51										9		10

		A1		G477		G477		1		0		0		1		0		108.45		85.17		94.52		116.17										11		12

		A1		G480		G480		1		0		0		0		1		101.41		96.28		98.63		95.00										11		12

		A1		U5Q-2		U5Q2		1		0		0		1		0		102.60		96.04		91.18		100.24										23		24

		Ah		G740		G740		1		1		0		0		0		86.25		79.79		95.77		104.19										49		50

		Ah		G769		G769		1		0		0		1		0		91.25		79.37		90.14		100.97										49		50

		Ah		G779		G779		1		1		0		1		0		83.75		77.42		87.32		99.56										49		50

		A1		D1-1		D1		1		0		1		1		1		103.90		66.25		92.65		93.03										23		24

		A1		G033		G033		1		0		1		0		1		96.15		67.88		95.59		94.62										3		4

		A1		G078		G078		1		1		1		0		0		80.77		69.28		97.06		102.82										3		4

		A1		G079		G079		1		0		1		0		0		89.74		73.02		95.59		99.33										3		4

		A1		G111		G111		1		0		1		1		1		97.44		70.88		86.76		94.49										3		4

		A1		G200		G200		1		0		1		1		0		97.47		66.11		94.74		96.76										19		20

		A1		G203-1		G203		1		0		1		0		0		93.75		72.45		97.06		99.76										1		2

		A1		G205		G205		1		0		1		1		0		101.32		71.31		94.67		120.41										21		22

		A1		G206		G206		1		0		1		0		1		101.27		72.19		98.68		91.84										19		20

		A1		G277		G277		1		0		1		0		0		92.41		71.76		95.95		101.28										17		18

		A1		G282		G282		1		0		1		1		1		94.94		71.30		94.74		89.99										19		20

		A1		G284		G284		1		0		1		0		0		100.00		72.12		100.00		96.93										11		12

		A1		G352		G352		1		0		1		1		0		97.47		70.23		94.59		100.92										17		18

		A1		G376		G376		1		0		1		0		0		101.32		72.74		97.33		99.95										21		22

		A1		G377		G377		1		0		1		0		0		96.20		67.67		98.68		103.08										19		20

		A1		G386		G386		1		0		1		0		0		109.86		66.51		102.74		124.70										11		12

		A1		G409		G409		1		0		1		0		0		94.94		72.64		102.70		105.39										17		18

		A1		G426		G426		1		0		1		0		0		93.67		68.28		101.35		99.56										17		18

		A1		G457		G457		1		1		1		0		0		87.32		67.14		97.26		109.25										11		12

		A1		G458		G458		1		0		1		0		0		101.39		72.31		102.90		104.44										9		10

		A1		G461		G461		1		0		1		0		0		98.59		70.15		95.89		118.40										11		12

		A1		U6TOC-1		U6TOC		1		0		1		0		0		102.60		67.61		111.76		115.32										23		24

		Ah		G625		G625		1		0		1		0		0		105.56		67.78		109.39		101.95										47		48

		Ah		G643		G643		1		0		1		0		1		100.00		68.98		96.33		90.59										47		48

		Ah		G656		G656		1		1		1		1		1		87.50		68.02		91.55		88.29										49		50

		Ah		G670		G670		1		1		1		1		0		86.25		71.64		90.14		107.14										49		50

		Ah		G675		G675		1		1		1		0		0		87.50		71.10		98.59		109.02										49		50

		Ah		G683		G683		1		0		1		0		1		109.72		69.51		101.43		88.40										47		48

		Ah		G6841		G6841		1		0		1		0		0		93.75		72.38		100.00		98.59										49		50

		Ah		G736		G736		1		0		1		0		0		98.61		68.15		105.71		100.08										47		48

		Ah		G741		G741		1		1		1		0		0		88.75		66.42		100.00		104.85										49		50

		Ah		G745		G745		1		0		1		0		0		90.00		69.27		101.41		104.17										49		50

		Ah		G746		G746		1		0		1		1		1		91.25		71.39		87.32		95.15										49		50

		Ah		G755		G755		1		1		1		0		0		87.50		71.39		95.77		113.85										49		50

		Ah		G775		G775		1		0		1		0		0		90.00		70.74		102.82		127.19										49		50

		Ah		G776		G776		1		1		1		0		0		83.75		68.88		102.82		129.85										49		50

		Ah		G785		G785		1		0		1		0		0		95.97		68.00		95.76		108.74										47		48

		Ah		G786		G786		1		1		1		0		0		87.64		71.23		95.77		97.90										47		48

		A1		D2		D2		0		0		0		0		0		100.00		85.99		107.35		111.24										23		24

		A1		G009		G009		0		0		0		0		0		91.25		97.83		97.06		106.21										1		2

		A1		G010		G010		0		0		0		0		0		96.25		74.43		95.59		95.74										1		2

		A1		G015		G015		0		0		0		0		0		93.75		74.06		104.41		112.32										1		2

		A1		G019		G019		0		0		0		0		0		91.25		148.96		100.00		119.30										1		2

		A1		G020		G020		0		0		0		0		0		100.00		76.61		101.47		101.77										3		4

		A1		G025		G025		0		0		0		0		0		98.72		165.42		95.59		117.16										3		4

		A1		G026		G026		0		0		0		0		0		96.25		78.63		95.59		99.72										1		2

		A1		G027		G027		0		0		0		0		0		97.44		90.45		102.94		123.10										3		4

		A1		G034		G034		0		0		0		0		0		101.28		82.73		98.53		117.57										3		4

		A1		G035		G035		0		0		0		0		0		96.15		83.90		104.41		101.73										3		4

		A1		G038		G038		0		0		0		0		0		102.60		103.31		105.26		122.66										13		14

		A1		G060		G060		0		0		0		0		0		96.25		96.70		102.94		119.65										1		2

		A1		G064		G064		0		0		0		0		0		95.00		95.24		98.53		112.60										1		2

		A1		G066		G066		0		0		0		0		0		91.25		105.57		105.88		115.21										1		2

		A1		G067		G067		0		0		0		0		0		101.28		73.57		105.88		112.30										3		4

		A1		G073		G073		0		0		0		0		0		93.59		95.90		98.53		108.19										3		4

		A1		G074		G074		0		0		0		0		0		94.87		82.96		102.94		120.95										3		4

		A1		G080		G080		0		0		0		0		0		97.44		95.52		100.00		111.74										3		4

		A1		G082		G082		0		0		0		0		0		98.68		104.46		95.83		109.99										5		6

		A1		G130		G130		0		0		0		0		0		109.86		102.83		97.22		113.79										7		8

		A1		G136		G136		0		0		0		0		0		98.59		84.51		95.83		108.90										7		8

		A1		G139		G139		0		0		0		0		0		105.63		97.60		97.22		128.65										7		8

		A1		G163		G163		0		0		0		0		0		98.70		97.61		102.63		100.24										13		14

		A1		G164		G164		0		0		0		0		0		102.63		101.41		97.22		103.98										5		6

		A1		G170		G170		0		0		0		0		0		102.82		81.57		102.78		123.18										7		8

		A1		G182		G182		0		0		0		0		0		104.23		102.95		101.39		127.64										7		8

		A1		G184		G184		0		0		0		0		0		105.63		88.88		97.22		118.75										7		8

		A1		G197-1		G197		0		0		0		0		0		101.39		104.50		98.55		104.79										9		10

		A1		G198		G198		0		0		0		0		0		101.30		89.08		105.26		99.78										13		14

		A1		G199		G199		0		0		0		0		0		92.21		82.94		100.00		100.58										13		14

		A1		G202		G202		0		0		0		0		0		100.00		87.92		101.32		107.29										13		14

		A1		G209		G209		0		0		0		0		0		100.00		119.65		100.00		112.56										13		14

		A1		G220		G220		0		0		0		0		0		93.75		76.70		97.06		98.39										1		2

		A1		G221		G221		0		0		0		0		0		96.25		107.78		101.47		108.03										1		2

		A1		G228		G228		0		0		0		0		0		107.04		91.43		106.94		126.51										7		8

		A1		G231		G231		0		0		0		0		0		96.10		87.49		101.32		118.88										13		14

		A1		G232		G232		0		0		0		0		0		102.82		92.09		101.37		135.31										11		12

		A1		G234		G234		0		0		0		0		0		94.81		89.64		100.00		107.16										13		14

		A1		G244		G244		0		0		0		0		0		97.40		89.96		102.63		117.87										13		14

		A1		G247		G247		0		0		0		0		0		101.30		82.14		101.32		108.31										13		14

		A1		G260		G260		0		0		0		0		0		100.00		116.20		101.37		124.92										15		16

		A1		G268		G268		0		0		0		0		0		97.37		79.38		95.89		107.93										15		16

		A1		G301		G301		0		0		0		0		0		97.37		87.35		101.37		110.31										15		16

		A1		G316		G316		0		0		0		0		0		101.32		108.53		95.89		112.89										15		16

		A1		G318		G318		0		0		0		0		0		103.95		94.56		95.89		95.77										15		16

		A1		G323		G323		0		0		0		0		0		92.11		102.44		97.26		124.33										15		16

		A1		G329		G329		0		0		0		0		0		109.72		106.48		110.14		109.66										9		10

		A1		G331		G331		0		0		0		0		0		97.37		103.96		104.11		113.49										15		16

		A1		G334		G334		0		0		0		0		0		92.50		86.84		110.29		102.51										1		2

		A1		G350		G350		0		0		0		0		0		97.37		87.76		95.89		98.30										15		16

		A1		G353-1		G353		0		0		0		0		0		106.94		85.84		105.80		103.58										9		10

		A1		G367		G367		0		0		0		0		0		101.32		84.97		101.33		101.31										21		22

		A1		G372-1		G372		0		0		0		0		0		101.39		80.97		111.59		97.57										9		10

		A1		G383		G383		0		0		0		0		0		97.47		88.84		95.95		110.59										17		18

		A1		G385		G385		0		0		0		0		0		97.37		79.12		96.00		100.21										21		22

		A1		G387		G387		0		0		0		0		0		102.78		75.36		98.55		99.84										9		10

		A1		G413		G413		0		0		0		0		0		100.00		87.01		98.68		104.85										19		20

		A1		G417		G417		0		0		0		0		0		96.20		79.59		101.32		101.75										19		20

		A1		G420		G420		0		0		0		0		0		98.73		80.44		95.95		102.54										17		18

		A1		G425		G425		0		0		0		0		0		101.27		88.27		97.30		115.29										17		18

		A1		G430		G430		0		0		0		0		0		97.47		93.48		97.37		102.28										19		20

		A1		G437		G437		0		0		0		0		0		94.94		78.28		102.63		95.72										19		20

		A1		G441		G441		0		0		0		0		0		102.78		85.59		101.45		104.73										9		10

		A1		G454		G454		0		0		0		0		0		102.82		80.23		95.89		120.86										11		12

		A1		G456		G456		0		0		0		0		0		102.82		74.97		102.74		106.64										11		12

		A1		G467		G467		0		0		0		0		0		98.59		82.96		97.26		135.59										11		12

		A1		G473		G473		0		0		0		0		0		101.41		76.91		101.37		124.49										11		12

		A1		G474		G474		0		0		0		0		0		101.39		90.01		102.90		108.98										9		10

		A1		G492-1		G492		0		0		0		0		0		106.94		82.34		104.35		108.99										9		10

		A1		G497		G497		0		0		0		0		0		101.39		82.46		101.45		98.55										9		10

		A1		U1C-1		U1C		0		0		0		0		0		96.10		107.46		111.76		125.40										23		24

		A1		U1C-2		U1C2		0		0		0		0		0		100.00		99.87		104.41		118.87										23		24

		A1		U1C-3		U1C3		0		0		0		0		0		96.10		103.50		110.29		117.83										23		24

		A1		U2C-1		U2C		0		0		0		0		0		100.00		101.66		104.41		132.97										23		24

		A1		U2C-2		U2C2		0		0		0		0		0		100.00		102.40		105.88		116.54										23		24

		A1		U2C-3		U2C3		0		0		0		0		0		98.70		114.58		104.41		117.48										23		24

		A1		U3C-1		U3C		0		0		0		0		0		101.30		89.21		105.88		129.26										23		24

		A1		U3C-2		U3C2		0		0		0		0		0		101.30		90.15		104.41		128.89										23		24

		A1		U3C-3		U3C3		0		0		0		0		0		101.30		88.28		113.24		135.34										23		24

		A1		U4Q-1		U4Q		0		0		0		0		0		98.70		74.67		110.29		114.19										23		24

		A1		U4Q-2		U4Q2		0		0		0		0		0		100.00		73.67		110.29		130.42										23		24

		A1		U4Q-3		U4Q3		0		0		0		0		0		100.00		76.00		107.35		112.31										23		24

		A1		U5Q-1		U5Q		0		0		0		0		0		101.30		90.28		102.94		112.56										23		24

		A1		U5Q-3		U5Q3		0		0		0		0		0		98.70		91.11		110.29		118.81										23		24

		A1		U6TOC-2		U6TOC2		0		0		0		0		0		97.40		83.52		102.94		118.94										23		24

		Ah		G751		G751		0		0		0		0		0		90.00		83.37		95.77		103.18										49		50

		Ah		G763		G763		0		0		0		0		0		92.50		77.67		97.18		122.59										49		50

		Ah		G766		G766		0		0		0		0		0		90.00		75.30		95.77		112.44										49		50

		Ah		G767		G767		0		0		0		0		0		93.75		81.24		102.82		106.65										49		50

		Ah		G772		G772		0		0		0		0		0		92.50		78.50		97.18		123.91										49		50

		Ah		G780		G780		0		0		0		0		0		96.25		93.38		97.18		115.34										49		50





